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Regarding the call to explore the unexpected low severity of
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To the Editor:

In December of 2019, an outbreak of pneumonia
of unknown origin and often fatal outcome emerged
among people associated with a market of seafood and
live animals in the city of Wuhan, China (1). Days
after, health authorities in that country revealed that
the epidemic outbreak that had erupted in that area
was produced by a new coronavirus, later named SARS
CoV-2 (Severe Acute Respiratory Syndrome Corona-
virus 2) (2). On February 11 of 2020, the World Health
Organization (WHO) identified the unknown disease
with the acronym COVID-19 (Coronavirus Disease
of 2019) (3). This viral infection, and its related dis-
ease, has rapidly spread through 185 countries in all
continents, and is now a major health problem, with
32 110 656 infected individuals and 980 031 deaths
worldwide as of September 25, 2020 (4).

During its global expansion (to the west, first; to
the south, later), COVID-19 has shown significant
differences in its incidence and lethality rates between
continents, regions and countries (4). In spite of their
poor economies, insufficient health services and high
prevalence of comorbidities, the severity of COVID-
19 in Sub-Saharan Africa (SSA) has been relatively
benign. Several factors, or combinations of them, have
been cited to explain that unexpected evolution (5-6).

At the end of 2017, there were an estimated 219
million malaria cases and 435,000 deaths worldwide.
From those, 92% occurred in Sub-Saharan countries
(7). For decades, chloroquine (CQ) and hydroxy-
chloroquine (HCQ) were used for reducing the inci-
dence and severity of Plasmodium infection. Krishan

and Kanchan, in a motivating paper published in this
journal (8), have suggested that the systematic anti-
malarial use of CQ and HCQ, may represent an unin-
tentional prophylaxis against SARS CoV-2 infection
in SSA, which potentially slows down the spread of
the epidemic and attenuates its severity. Nevertheless,
an important argument refutes the possible occurrence
of an effective CQ/HCQ prophylaxis against SARS
CoV-2 infection in SSA countries: in harmony with
the increasing use of artemisinin-based combination
therapies to counter Plasmodium 4-aminoquinoline
resistance, CQ/HCQ are no longer the drugs of choice
for the prophylaxis and treatment of malaria since the
beginning of the current century (9). In addition, some
recent trials have demonstrated that the prophylactic
use of CQ/HCQ does not confer protection against
SARS CoV-2 infection (10).

On the other hand, Krishan and Kanchan men-
tion in their paper that hemoglobin S (HbS) and HbC
are found to provide immunity to the African popu-
lation against infectious diseases such as Plasmodium
Jfalciparum malaria (8). From these precedents, and in
an interesting rational, they call to explore the possibil-
ity that these abnormal types of hemoglobins, or oth-
ers, may be offering certain protection against SARS
CoV-2 infection in those populations.

Additional factors, or combination of them, may
be at play and merit to be studied in depth to reach a
clear comprehension on what has happened in SSA
region. As part of these efforts, it should be taken into
account that, besides malaria, others infectious diseases
are very prevalent in Sub-Saharan countries. In this
sense, it is useful to mention the alternate hypothesis
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recently published almost in parallel by two research
groups, which suggests that the anti-inflammatory
component of the immune modulation triggered by
helminths may have a mitigating effect on COVID-19
severity in SSA (11-12).
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